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AAF 
See 2-(N-Acetoxy-N- 
acetylamino) fluorene 
2-(N-Acetoxy-N-acetylamino) 
fluorene (AAF) 
frameshift mutation and, 196 
Acquired immunodeficiency syn- 
drome (AIDS) 
HIV-neutralizing antibodies 
in, 434 
Actinomycetes 
polyketide biosynthesis in, 
39, 45 
genetics of, 46-48 
Actinomycin D 
c-myc MRNA and, 533 
iron response factor and, 530 
mRNA turnover and, 521-22 
Actinorhodin 
biosynthesis in Streptomyces 
coelicolor 
genes for, 45 
structure of, 38 
Adenovirus E1A 
transforming proteins of 
Rb-1 retinoblastoma protein 
and, 634-35 
Aerolysin 
extracellular secretion by 
Aeromonas salmonicida, 
69, 81 
Aeromonas salmonicida 
extracellular secretion of 
aerolysin by, 69, 81 
Aflatoxin 
frameshift mutation and, 196 
occurrence and biological 
properties of, 39 
Aflatoxin B 
structure of, 38 
AIDS 
See Acquired im- 
munodeficiency syn- 
drome 
Albertini, R. J., 305-21 
Aleurone, 288 
Alfalfa 
nodule metabolism in, 293 
Amycolatopisis 
polyketide biosynthesis in 
genes for, 45, 46-48 
Aneuploidy 
segmental in Neurospora 
crassa 
barren phenotype of, 603-5 
sex-chromosome 
acute radiation exposure 
and, 333-34 


Angiogenesis 
inhibition of 
chromosome | and, 619 
Angiosperms 
polyketide biosynthesis in, 
39 
genetics of, 46 
Anisomysin 
tubulin mRNA and, 527 
Ansamycins 
occurrence and biological 
properties of, 39 
Anthocyanin 
synthesis in flowering plants, 
49-50 
synthesis in parsley, 44 
Anthracyclines 
occurrence and biological 
properties of, 39 
Antibiotics 
biosynthetic genes for, 45 
macrolide 
biosynthesis of, 57-58 
occurrence and biological 
properties of, 39 
polyketide 
biosynthesis by Actinomy- 
cetes, 45 
Antibody genes 
somatic hypermutation of, 
607 
Antioncogenes, 642-43 
Antirrhinum majus 
anthocyanin/phytoalexin 
biosynthesis in, 49-50 
defA gene expression in, 283 
a-1-Antitrypsin 
inborn errors of metabolism 
and, 148 
Arabidopsis 
agamous mutation in, 283 
2S albumin seed-storage gene 
of, 288 
12S-storage protein of, 285 
Ascobolus immersus 
premeiotic recombination in, 
581 
repeat-induced point mutation 
and, 608 
Ascomycetes 
premeiotic recombination in, 
581 
propagation as diploid, 583 
ASLVs 
See Avian sarcoma-leukosis 
viruses 
Aspergillus, 5-31 
conidiation in, 9-13 
developmental competence 
and, 14-17 


developmental induction 
and, 17-19 
model for genetic regula- 
tion of, 30-31 
mutational studies of, 19-21 
regulation of, 14-30 
developmentally important 
genes of 
molecular cloning of, 22-23 
growth and development in, 
6-14 
control of, 7-8 
life cycle of, 6-7 
molecular genetic manipula- 
tions of, 13-14 
regulated genes of 
cloning and characterization 
of, 25-30 
molecular estimates of, 21- 
22 
spore-specific genes of 
clustering of, 23-25 
Aspergillus nidulans 
catabolic alcohol de- 
hydrogenase gene of, 13 
conidiation in, 9 
environmental signals in- 
ducing, 17-19 
light dependence of, 8 
red light and, 18 
conidiophore of, 10 
DNA-mediated transformation 
system of, 13 
hyphae of 
5-azacytidine and, 17 
life cycle of, 6-7 
methylcytosine and, 17 
propagation as diploid, 583 
repeat-induced point mutation 
and, 609 
Ataxia telangiectasia, 312 
Atherosclerosis 
genetics of, 171-83 
Atwater, J. A., 519-36 
Aurantinin 
occurrence and biological 
properties of, 39 
Avermectin 
biosynthesis of, 57-58 
genes for, 45 
occurrence and biological 
properties of, 39 
production by Streptomyces 
avermitilis, 43 
Avian retroviruses 
transforming genes of 
cellular homolog of, 533 
Avian sarcoma-leukosis viruses 
(ASLVs), 413 
pp32 protein of, 493 
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Avirulence alleles 
nonfunctional, recessive, 455- 
58 
Avirulence genes, 448-51 
in higher level specificities, 
451-52 
homologies between, 452-54 
plant disease resistance genes 
and, 454-55 
5-Azacytidine 
Aspergillus nidulans hyphae 
and, 17 


B 


Bacillus subtilis phage SPO1 
DNA polymerase gene of 
self-splicing group I intron 
in, 365 
Bacteria 
cell division in, 249-70 
activators of, 265-68 
inhibitors of, 263-65 
site of, 251-54, 258-63 
stage I mutants and, 254-55 
stage II mutants and, 255 
stage III mutants and, 256- 
57 
gram-negative 
extracellular protein secre- 
tion by, 67-87 
hypersensitive response in 
plants and, 448 
metabolites of 
structures of, 38 
retroelements in, 410 
transposable elements of 
retroviral proviruses and, 
436 
See also specific type 
Bacteriophage 186 
bacteriophage P2 compared, 
471 
genome organization and ex- 
pression, 467 
Bacteriophage genes 
interruptions in 
discovery of, 354-65 
Bacteriophage introns, 363-81 
group I 
architecture of, 365-67 
guanosine-binding site of, 
372-73 
secondary structure of, 368- 
70 
splice-site recognition in, 
370-72 
splicing pathway of, 367-68 
three-dimensional structure 
of, 372-73 
mobility of, 374-77 
double-strand-break repair 
model and, 375-77 
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endonuclease-homing site 
interactions and, 377 
evolution of, 378-80 
as “recombinogens”, 380 
regulatory potential of, 373- 
74 
Bacteriophage P2 
bacteriophage 186 compared, 
471 
capsid formation and, 484-85 
cox gene and, 470 
derepression by bacteriophage 
P4, 471-72 
derepression of bacteriophage 
P4 by, 475-76 
genome organization and ex- 
pression, 466-67 
immunity control and, 468-71 
integration host factor and, 
470-71 
late promoters of 
structure of, 480-82 
late transcription, 476-77 
Escherichia coli rpoA\09 
mutation and, 478 
helper DNA replication 
and, 482-83 
mutations in 
polarity suppression and, 
483-84 
P2 repressor and, 468-70 
transcriptional activators, 478- 
80 
Bacteriophage P4 
alternative intracellular states 
and, 474-75 
capsid formation and, 484-85 
derepression by bacteriophage 
P2, 475-76 
derepression of bacteriophage 
P2 by, 471-72 
genome organization and ex- 
pression, 466 
immune-integrated state and, 
472-73 
immunity control and, 472-75 
late promoters of 
structure of, 480-82 
late transcription, 477-78 
helper DNA replication 
and, 482-83 
multicopy plasmid state and, 
473 
mutations in 
polarity suppression and, 
483-84 
natural hosts for, 468 
a-operon 
transcription of, 474 
transcriptional activators, 478- 
80 
Bacteriophage P4-helper in- 
teractions, 465-86 


Bacteriophage T4 
rll system of 
frameshift mutation and, 
201 
Bacteriophage T7 
deletion frequency in, 193 
Barley 
mutations in 
disease resistance genes 
and, 449-50 
BASI 
See Bifunctional a-amylase/ 
subtilisin inhibitor 
Basidiomycetes 
repeat-induced point mutation 
and, 608 
Beadle, G. W., 1-4 
Beckwith, J., 215-41 
Belfort, M., 363-81 
Bifunctional a-amylase/- 
subtilisin inhibitor (BAST) 
functions of, 287-88 
Bloom syndrome, 312 
Bonner, D., 3 
Brassica 
self-incompatibility in, 282 
Brattleboro rats 
circadian rhythms of, 676 
Breast cancer 
chromosome abnormalities 
and, 629 
Brevetoxin B 
structure of, 38 
Brevetoxins 
occurrence and biological 
properties of, 39 
Bronchogenic carcinomas 
chromosome abnormalities 
and, 627-28 
Brown, M. S., 133-64 
Burkitt’s lymphoma 
c-myc gene in, 534 
Burnham, C., 1 


Cc 


C3 plants 
leaf-specific gene expression 
in, 278-79 
C4 plants 
leaf-specific gene expression 
in, 277-78 
CAD 
See Coronary artery disease 
Calendar, R., 465-86 
Campos-Ortega, J. A., 387-403 
Cancer 
childhood 
acute radiation exposure 
and, 331-33 
gene loss in 
evidence for, 621-29 





murine 
acute radiation exposure 
and, 342-44 
See also specific type 
Cannibalism 
transmission of kuru and, 
116 
Carbomycin 
biosynthesis of, 57-58 
genes for, 45 
Carcinoma 
suppression of malignancy in 
chromosome 4 and, 618- 
19 
CAT 
See Chloramphenicol acetyl 
transferase 
Cell cycle 
histone mRNA stability and, 
527-29 
Cell division 
bacterial, 249-70 
activators of, 265-68 
inhibitors of, 263-65 
site of, 251-54, 258-63 
stage I mutants and, 254-55 
stage II mutants and, 255 
stage III mutants and, 256- 
57 
Chalcone isomerase (CHI) gene 
petal-specific expression of, 
283-84 
Chalcone synthase (CHS), 44, 
49 
flavonoid biosynthesis and, 
58-59 
Chalcone synthase (CHS) gene 
petal-specific expression of, 
283-84 
Chalker, D. L., 491-511 
CHI gene 
See Chalcone isomerase 
(CHI) gene 
Chitobiase 
produced by Vibrio harveyii, 
72 
Chloramphenicol acety] trans- 
ferase (CAT) 
gene expression in plants and, 
276 
Christie, G. E., 465-86 
Chromosomal rearrangements 
acute radiation exposure and, 
333-34 
human cancer cells and, 621 
Chromosome | 
abnormalities of 
neuroblastoma and, 628 
suppression of malignancy 
and, 619 
Chromosome 11 
genetic alterations in 
tumors and, 625 


Chromosome 3 
abnormalities of 
renal cell carcinoma and, 
628 
Chromosome 4 
suppression of malignancy 
and, 618-19 
Chromosome 5 
sequence deletion on 
colorectal cancer and, 
627 
Chromosome 11 
fibroblast 
tumor suppression and, 
619-20 
Chromosome walking 
plant disease resistance genes 
and, 459 
Rb-1 retinoblastoma gene 
and, 632-33 
Chronobiology 
molecular, 679-90 
CHS 
See Chalcone synthase 
CHS gene 
See Chalcone synthase (CHS) 
gene 
Circadian rhythms, 659-91 
analysis of 
genetic variants in, 660- 
74 
mammalian, 674-76 
microbial, 676-79 
substances related to 
cyclical expression of, 681- 


CJD 
See Creutzfeldt-Jakob disease 
Cleistothecia 
formation of, 8 
Clover 
bacteria nodulating, 453 
Cochliobolus heterostrophus 
repeat-induced point mutation 
and, 608 
pro-a-1 Collagen 
inborn errors of metabolism 
and, 148 
pro-a-2 Collagen 
inborn errors of metabolism 
and, 148 
Colorectal cancer 
chromosome abnormalities 
and, 626-27 
p53 gene and, 636-39 
Complementation cloning 
plant disease resistance genes 
and, 459-60 
Conditional lethals, 2 
Conditional mutants, 2 
Congenital defects 


acute radiation exposure and, 
330-31 
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Conidia 
differentiation of 
stages of, 12 
formation of, 11-13 
Conidial laccase, 11 
Conidiation, 9-13 
developmental competence 
and, 14-17 
developmental induction and, 
17-19 
genetic regulation of 
model for, 30-31 
mutational studies of, 19- 
21 
Cook, W. R., 249-70 
Coprinus cinereus, 6 
Cor 
See Maize 
Coronary artery disease (CAD) 
causes of 
hierarchical organization of, 
172-73 
quantitative risk factor traits 
for, 173-74 
genetic architecture of, 
174-82 
Coruzzi, G. M., 275-94 
Costanzo, M. C., 91-106 
Creutzfeldt-Jakob disease (CJD), 
115-17 
causative agent of 
host range of, 125-26 
Cyanidin 
structure of, 38 
Cycloheximide 
iron response factor and, 530 
tubulin mRNA and, 527 


D 


Daunorubicin 
biosynthetic genes for, 
45 
DCC gene, 640-41 
de Boer, P. A. J., 249-70 
Desferrioxamine 
transferrin receptor mRNA 
and, 529-30 
Developmental competence 
conidiation and, 14-17 
Developmental induction 
conidiation and, 17-19 
d’Enfert, C., 67-87 
DFR gene 
See Dihydroflavanoi-4- 
reductase (DFR) gene 
Dictyostelium discoideum 
retrotransposons of, 507-8 
Dihydroflavanol-4-reductase 
(DFR) gene 
petal-specific expression of, 
283-84 
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Disease resistance genes 
of plants, 449-50 
avirulence genes and, 454- 
a0 
cloning of, 458-60 
Dislocation 
frameshift mutation and, 202- 
4 
monotonic runs and, 203-4 
DNA 
quasi-palindromic 
frameshift mutation and, 
197-201 
DNA-cytidine deaminase 
repeat-induced point mutation 
and, 599-601 
DNA hypomethylation 
colorectal cancer and, 626-27 
DNA lesion bypass 
templated 
quasi-palindromic mis- 
alignments and, 201 
DNA methylation 
repeat-induced point mutation 
and, 594-95 
DNA nicks 
frameshift mutation and, 204- 
6 
DNA polymerase 
misalignment mutagenesis 
and, 200 
DNA sequences 
repeated 
frameshifts in, 191-92 
DNA sequencing 
bacteriophage P2 early control 
region and, 469 
microbial avirulence genes 
and, 452 
P element proteins and, 551 
DNA tumor viruses 
transforming proteins of 
Rb-1 retinoblastoma protein 
and, 634-35 
Dodge, B. O., 1 
Drosophila 
eye pigmentation in 
biochemical genetics of, 2- 
3 
locomotor activity rhythms of, 
661-62, 664 
P element transposition in, 
543-74 
per gene of 
cyclical expression of, 684- 
88 
interspecific relatives of, 
688-90 
per mutants of, 660-69 
retrotransposons of, 498-99 
salivary gland rhythms of, 
666-67 
song rhythms of, 668-69 
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transposable elements of 
retroviral proviruses and, 
436 
Drosophila melanogaster 
genetic variants of 
circadian rhythms and, 660- 
74 
neurogenesis in, 387-403 
neurogenic genes of, 388-90 
functional interrelationships 
of, 391-98 
interactions with proneural 
genes, 400-2 
regulatory proteins encoded 
by, 398-400 
ovarian diapause in, 667 
per coding sequence of, 679- 
80 
transposable elements in, 544 
Drosophila pseudoobscura 
arrhythmics in, 673-74 


E 


Edwards, J. W., 275-94 
EIAV 
See Equine infectious anemia 
virus 
Electrophoretic system 
murine 
acute radiation exposure 
and, 349-51 
Elicitors, 448 
Emerson, R. A., 1, 4 
Emitine 
tubulin mRNA and, 527 
Endoglucanase 
produced by Fibrobacter suc- 
cinogenes, 72 
Enolpyruvylshikimate-3- 
phosphate synthase 
(EPSPS) gene 
petal-specific expression of, 
284 
Enterotoxin 
heat-labile 
secretion by Vibrio 
cholerae, 69 
heat-stable 
secretion by Escherichia 
coli, 68 
Ephrussi, B., 1-2 
EPSPS gene 
See Enolpyruvylshikimate-3- 
phosphate synthase 
(EPSPS) gene 
Equine infectious anemia virus 
(EIAV) 
env variants of, 434 
Ergochromes 
occurrence and biological 
properties of, 39 


Erwinia amylovora 
hypersensitive reaction in 
plants and, 455 
Erythrocytes 
See Red blood cells 
Erythromycin 
biosynthesis in Saccharopoly- 
spora erythrea 
genes for, 45 
biosynthesis of, 57-58 
Erythromycin A 
structure of, 38 
Escherichia coli 
fatty acid biosynthesis in, 44- 
45 
B-ketoacyl synthase III and, 
44 


fatty acid synthase of, 41 
type II, 53-54 
frameshift mutation in, 201-2 
lysogenic for P2-like phages, 
468 
lysogenization by bacter- 
iophage P2 
integration host factor and, 
470-71 
minicell mutant of, 258-61 
mismatch repair in 
frameshift heterozygote 
and, 192 
protein export in, 215-41 
cell-envelope, 68, 216-21 
regulation of, 237-38 
secretory apparatus for, 
221-34 
working model for, 240- 
41 
rpoA109 mutation of 
bacteriophage P2 late gene 
transcription and, 478 
secA protein of, 230-31 
secB protein of, 231-32 
secD protein of, 233-34 
secE protein of, 233 
secF protein of, 233-34 
secY protein of, 232-33 
signal peptidases of, 234 
Estrogen 
vitellogenin mRNA stabiliza- 
tion by, 525-26 
Ethylene 
fruit ripening and, 289 
Euglena gracilis 
circadian rhythms of, 678- 
79 
Eukaryotes 
gene expression in 
control of, 519-20 
polyketides produced by, 
39 
retroelements in, 410 
transposable elements in, 
544 





F 


Familial adenomatous polyposis 
(FAP), 627 
Familial hypercholesterolemia 
LDL receptor locus in, 133- 
64 
FAP 
See Familial adenomatous 
polyposis 
FAS 
See Fatty acid synthase 
Fatty acids 
biosynthesis of 
biochemistry of, 40-44 
genes for, 44-50 
molecular genetics of, 50- 
59 
schematic of, 41 
Fatty acid synthase (FAS), 41- 
44 


specificity of, 59-61 
Fibrinogen 
plasma 


coronary artery disease and, 


173 
Fibrobacter succinogenes 
endoglucanase produced by, 
72 
Fibroblast chromosome 11 
tumor suppression and, 619- 
20 
Flavonoids 
biosynthesis of 
chalcone synthase and, 58- 
59 
nodulation gene activation 
and, 40 
occurrence and biological 
properties of, 39 
Flowering plants 
anthocyanin/phytoalexin 
biosynthesis in, 49-50 
Foot cell, 9 
Forced copy-choice model 
retrovirus recombination and, 
421 
Fox, T. D., 91-106 
Frameshift mutation, 189-208 
dislocation and, 202-4 
DNA nicks and, 204-6 
models for, 190-206 
monotonic runs and, 192-93 
mutagen-induced, 196-97 
quasi-palindromes and, 197- 
201 
quasi-repeats and, 201-2 
tandem repeats and, 193-96 
Fruit 
gene expression in, 289-90 
Fungi 
hypersensitive response in 
plants and, 448 


metabolites of 
structures of, 38 
polyketide biosynthesis in 
genetics of, 46 
polyketides produced by, 39 
propagation as diploid, 583 
type I fatty acid synthase of, 
51-52 
See also specific type 


G 


GAP 
See GTPase activating protein 
Gene expression 
eukaryotic 
control of, 519-20 
mitochondrial 
Saccharomyces cerevisiae 
and, 91-106 
in plants, 275-94 
aleurone-specific, 288 
embryo-specific, 285-86 
endoderm-specific, 286-88 
fruit-specific, 289-90 
leaf-specific, 277-79 
nodule-specific, 292-94 
petal-specific, 283-84 
root-specific, 280-81 
stamen-/pistil-specific, 282- 
83 
stem-specific, 279-80 
tuber-specific, 290-92 
Gene families 
repeat-induced point mutation 
and, 605-6 
Gene-for-gene complementarity 
plant-pathogen interactions 
and, 447-60 
Gene products 
clock-controlled 
circadian fluctuations of, 
681-84 
Genome structure 
repeat-induced point mutation 
and, 607-8 
Genomic cycling 
retroelements and, 491-92 
Gerstmann-Straussler syndrome 
(GSS), 115-17 
familial transmission of, 124 
Gibberella fujikuroi 
repeat-induced point mutation 
and, 608 
Gibberella pulicaris 
repeat-induced point mutation 
and, 608 
Gibberellins, 288 
Gliands, 287 
Globomycin 
signal peptidase II and, 227- 
28 
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B-Glucuronidase 
gene expression in plants and, 
276 
Glutamine synthetase (GS) 
cell-specific expression in 
leaves, 278-79 
Glutenins, 287 
Glycophorin-A 
assay for, 309-10, 312 
Glycophorin-A (GPA) gene 
somatic mutations in red 
blood cells and, 
308 
Glycoproteins 
hydroxyproline-rich 
in dicotyledonous plants, 
279 
Golden hamster 
tau mutant of 
circadian rhythms of, 674- 
75 
Goldstein, J. L., 133-64 
Gonyaulax 
luciferin-binding-protein cy- 
cling in, 683 
GPA gene 
See Glycophorin-A (GPA) 
gene 
Gram-negative bacteria 
extracellular protein secretion 
by 
genetics of, 67-87 
Granaticin 
molecular genetic analysis of, 
44 
Griseofulvin 
occurrence and biological 
properties of, 39 


See Glutamine synthetase 
GSS 
See Gerstmann-Straussler syn- 
drome 
GTPase activating protein 
(GAP) 
tumorigenesis and, 641-42 


H 


Haemophilus 
IgA-specific protease of 
synthesis of, 77 
Hall, J. C., 659-91 
Hansen, L. J., 491-511 
HbA 
See Hemoglobin A 
HbS 
See Hemoglobin S 
Heat-stable enterotoxin (HST) 
extracellular 
secretion by Escherichia 
coli, 68 
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Hemin 
transferrin receptor MRNA 
and, 530 
Hemoglobin A (HbA), 308 
Hemoglobin genes 
somatic mutations in red 
blood cells and, 
308 
Hemoglobin S (HbS), 308 
assay for, 309, 312 
a-Hemolysin 
extracellular 
secretion by Escherichia 
coli, 68, 84 
Hexamethylene bisacetamide 
(HMBA) 
c-myc mRNA in mouse 
erythroleukemia cells 
and, 533 
Histocompatibility system 
murine 
acute radiation exposure 
and, 348-49 
Histone mRNA 
degradation of 
in vitro studies on, 528- 
29 
stability of 
cell cycle-controlled, 527- 
29 
HIV-1 


See Human immunodeficiency 
virus-1 
HIV-2 


See Human immunodeficiency 
virus-2 
HIVs 
See Human immunodeficiency 
viruses 
HLAs 
See Human leukocyte anti- 
gens 
HMBA 
See Hexamethylene bisaceta- 
mide 
Hobbs, H. H., 133-64 
Hopwood, D. A., 37-61 
Hordeins, 287 
Horowitz, N., 3 
HPRT 
See Hypoxanthine-guanine 
phosphoribosyltransferase 
HPRT gene 
See Hypoxanthine-guanine 
phosphoribosyltransferase 
(HPRT) gene 
HR 
See Hypersensitive response 
HRGPs 
See Hydroxyproline-rich gly- 
coproteins 
HST 
See Heat-stable enterotoxin 
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HTLV-II 
See Human T-cell leukemia 
virus-II 
HTLVs 
See Human T-cell leukemia 
viruses 
Human immunodeficiency virus- 
1 (HIV-1) 
initial immune response to, 
433 
protease genes of, 436 
replication variants of, 429- 
32 
Human immunodeficiency virus- 
2 (HIV-2) 
simian immunodeficiency 
virus and, 437 
Human immunodeficiency 
viruses (HIVs), 411 
origin of, 437 
p34 of, 493 
SU protein of 
receptor for, 413 
Human leukocyte antigens 
(HLAs) 
assay for, 310-11, 314 
somatic mutation in T- 
lymphocytes and, 308-9, 
319 
Human papillomavirus E7 
transforming proteins of 
Rb-1 retinoblastoma protein 
and, 634-35 
Humans 
radiation genetics of 
comparative, 327-58 
somatic mutation in, 305-21 
Human T-cell leukemia viruses 
(HTLVs), 411 
Human T-cell leukemia virus-II 
(HTLV-II) 
protease genes of, 436 
Human tumor suppressor genes 
See Tumor suppressor genes 
Hybrid dysgenesis 
genetic control of, 548 
germline specificity of, 565- 
66 
P transposable elements and, 
544-47 
Hydroxyproline-rich glycopro- 
teins (HRGPs) 
in dicotyledonous plants, 279 
Hypercholesterolemia 
familial 
LDL receptor locus in, 
133-64 
Hypersensitive response (HR), 
448-52 
induction of, 455 
Hypoxanthine-guanine phosphor- 
ibosyltransferase (HPRT) 
assay for, 310, 313 


Hypoxanthine-guanine phosphor- 
ibosyltransferase (HPRT) 
gene 

mutations in, 315-19 
somatic mutations in T- 
lymphocytes and, 308-9 


IHF 
See Integration host factor 
Immune system 
retrovirus evasion of, 434-35 
Inborn errors of metabolism 
low-density lipoprotein recep- 
tor mutations causing, 
148 
Influenza viruses 
mRNA stability and, 535 
Insulin receptor 
inborn errors of metabolism 
and, 148 
Integration host factor (IHF) 
Escherichia coli lysogeniza- 
tion and, 470-71 
Interferons 
mRNA stability and, 535 
Introns 
See Bacteriophage introns 
IREs 
See Iron response elements 
IRF 
See Iron response factor 
Iron 
transferrin receptor mRNA 
and, 529-30 
Iron response elements (IREs), 
530 
Iron response factor (IRF) 
transferrin receptor mRNA 
and, 530 
Iron salts 
transferrin receptor mRNA 
and, 530 
Isoflavonoids 
occurrence and biological 
properties of, 39 


K 


Katz, R. A., 409-38 
Keen, N. T., 447-60 
Kingsbury, D. T., 115-30 
Klebsiella 
lipoproteins produced by, 72 
Klebsiella plantolytica 
pullulanase structural gene of, 
70 
Knust, E., 387-403 
Kornacker, M. G., 67-87 
Krev-1 gene 
tumorigenesis and, 641-42 





Kuru 
causative agent of 
host range of, 125-26 
transmission in humans, 116 


L 


LDL receptor 
See Low-density lipoprotein 
(LDL) receptor 
Leader peptidase 
Escherichia coli protein ex- 
port and, 227 
Lectins 
as seed-storage proteins, 286 
Leghemoglobin, 293 
Legumes 
root-specific gene expression 
in, 280-81 
transgenic 
nodule-specific gene ex- 
pression in, 293 
Lentiviruses, 410 
antigenic diversity of, 434 
Lesch-Nyhan syndrome, 316 
Leukemia 
murine 
acute radiation exposure 
and, 342-43 
Leukocyte adhesion protein 
inborn errors of metabolism 
and, 148 
Lewis, S. E., 327-58 
Lipids 
plasma 


coronary artery disease and, 


173 
Lipoproteins 
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chromosome 4 and, 618-19 


M 


Macrolides 
biosynthesis of, 57-58 
genes for, 45 
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Magnaporthe grisea 
repeat-induced point mutation 
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Mammals 
circadian rhythms of, 674-76 
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properties of, 39 
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biosynthetic genes for, 45 
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biosynthesis of, 43 
occurrence and biological 
properties of, 39 
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regulated, 525-36 
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mRNA splicing 
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See NADP-malic enzyme 
NCAMs 
See Neural cell adhesion 
molecules 
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hypersensitive response in 
plants and, 448 
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retroviruses causing, 426-27 
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acute radiation exposure and, 
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chromosome abnormalities 
and, 628-29 
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DNA-mediated transformation 
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genome of, 581 
nutritional requirements of, 2 
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DNA transformants of, 583 
life cycle of, 581-82 


mutation-mediated gene in- 
activation in 
repeat-induced point, 13 
premeiotic instability in, 579- 


premeiotic mutation in, 588- 
97 
premeiotic recombination in, 
584-88 
rDNA copy number in 
change in, 586-88 
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See Poly(A) binding proteins 
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nodule metabolism in, 293 
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sequence of, 551 
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P element transposition 
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development as genetic tools, 
570-73 
hybrid dysgenesis and, 544-47 
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See Bacteriophage 
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genes encoding, 279 
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See Proteinase inhibitor II 
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repeat-induced point mutation 
and, 609 
Poly(A) binding proteins 
(PABPs) 
mRNA stability and, 523-24 
Polyethers 
occurrence and biological 
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properties of, 39 
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rDNA copy number and, 586- 
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transforming DNA and, 584- 
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signal peptide of, 70 
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thermal stability of, 126 
Prion disease, 115-30 
host genetics and, 117-24 
pathological lesions of, 126- 
28 
Proerythroblasts, 306 
Prokaryotes 
transposable elements in, 544 
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model for, 68-70 
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See Renal cell carcinoma 
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nodE genes of, 453 
Rhoades, M., 1 
Riboviruses 
genetic diversity in, 416-18 
mutation rate of, 417 
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Rothfield, L. I., 249-70 
RUBISCO 
See Ribulose-1,5-bisphosphate 
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58-59 
occurrence and biological 
properties of, 39 
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acute radiation exposure and, 
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model 
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421-23 
Streptomyces 
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Pc-2 resistance gene of oat 
plants and, 459 
Vinblastine 
tubulin synthesis and, 526 
Viruses 
hypersensitive response in 
plants and, 448 
mRNA stability and, 535 
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acquisition of virulence by, 
456-57 
Xenopus 
vitellogenin mRNA stabiliza- 
tion in 
estrogen and, 525-26 
Xeroderma pigmentosum, 312 


¥ 


Yeast 
See Saccharomyces cerevisiae 


Z 


Zea mais 
anthocyanin/phytoalexin 
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